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Table 1: Example of an antimicrobial resistance report. 

patient date test_no specimen mo PEN AMC CIP 

000001 2019-03-08 100 blood esccol R I S 

000001 2019-03-09 101 blood esccol R I S 

000002 2019-03-08 102 blood staaur R S - 

000003 2019-03-08 103 urine pseaer R R R 

R = resistant, S = susceptible, I = susceptible, increased exposure, mo = microorganism, PEN = penicillin, 
AMC = amoxicillin/clavulanic acid, CIP = ciprofloxacin. 

For the first two rows, the information should be read as: Escherichia coli (mo code = esccol) 

was isolated from blood of patient 000001 and was found to be resistant to penicillin, and 

susceptible to amoxicillin/clavulanic acid and ciprofloxacin. However, often (especially when 

merging sources) data is reported in ambiguous formats as exemplified in Table 2. It is crucial 

that source data can be analysed in a reliable way, especially when the outcome will be used to 

evaluate patient treatment options. This requires reproducible and field-specific, specialised 

data cleaning and transforming. 

Table 2: Example of an antimicrobial resistance report.  

patient date test_no specimen mo PEN AMC CIP 

1 2019-03-08 100 blood esccol R I S 

1 2019-03-09 101 blood esccol R I S 

2 2019-03-08 102 blood StaAur >8 (R)* <0.01 (S)* . 

00003 2019-03-08 103 urine P. aeru. R S** S 

R = resistant, S = susceptible, I = susceptible, increased exposure, mo = microorganism, PEN = penicillin, 
AMC = amoxicillin/clavulanic acid, CIP = ciprofloxacin. 
*  Mixed reporting of minimal inhibitory concentration (MIC) and susceptibility interpretation of MIC value 
**  False reporting; Pseudomonas aeruginosa (mo = P. aeru.) is intrinsically resistant to amoxicillin/clavulanic acid 

(AMC) 

The AMR  package aims at providing a standardised and automated way of cleaning, 

transforming, and enhancing these typical data structures (Table 1 and 2), independent of the 

underlying data source. Processed data would be similar to Table 3 that highlights several 

package functionalities in the sections below. 

Table 3: Enhanced antimicrobial resistance report example. 

patient date test_no specimen mo PEN AMC CIP first_isolate name gram_stain 

000001 2019-03-08 100 blood B_ESCHR_COLI R I S TRUE Escherichia coli Gram-negative 

000001 2019-03-09 101 blood B_ESCHR_COLI R I S FALSE Escherichia coli Gram-negative 

000002 2019-03-08 102 blood B_STPHY_AURS R S - TRUE Staphylococcus aureus Gram-positive 

000003 2019-03-08 103 urine B_PSDMN_AERG R R R TRUE Pseudomonas aeruginosa Gram-negative 

 


