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Figure 1. Locations of the fifteen hospitals in the three provinces in the North of the Netherlands. Between 2013 
and June 2018, the region comprised fourteen hospitals; in July 2018, two hospitals merged into one new hospital, 
leaving a total of thirteen currently active hospitals. 

7.2.2. Microbiological and demographic data  
All blood cultures were routinely drawn and analysed at one of the three medical 
microbiological laboratories in the region (Izore, Friesland; Certe, Groningen and Drenthe; 
University Medical Center Groningen). After routine processing, isolates were included in the 
study if the species was characterised as a member of the CoNS group and antibiotic test 
results were available. In the study period, CoNS species were the most prevalent 
microorganisms isolated from blood and accounted for 27.6% of all available 71,632 blood 
culture isolates. The following variables were available for all isolates: date, name of laboratory, 
name of the hospital, age, gender, and ID of the patient and type of ward (ICU, clinical, 
outward). Genotypic data was not available for this study, as genotyping was not part of 
routine analysis. 

7.2.3. Species determination and antibiotic susceptibility testing (AST)  
Routine processing in the laboratories included the incubation of blood cultures allowing the 
colourimetric detection of CO2 produced by growing microorganisms. Determination of the 
taxonomic species level was done using MALDI-TOF MS. Two laboratories cultivated blood 
samples using the BacT/ALERT system (bioMérieux, France) and identified bacterial strains 
using the VITEK MS system (bioMérieux, France). One laboratory cultivated blood samples 
using the BACTEC (Becton Dickinson, UK) and identified bacterial strains using the 
Microflex System (Bruker Corporation, USA). Since the databases of these proprietary systems 
are not publicly available, a qualitative assessment could not be attained, nor was this available 
in public literature. 


