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Table 1. AMR data analysis and reporting tasks. 

Task Task description 
Maximum time 

(minutes) 

1 Total number of blood culture sets per year 15 
   

2a Total number of positive blood culture sets per year 
20 

2b Total number of negative blood culture sets per year 

   
3 Top ten isolated microorganisms per year including isolate count (first isolates*) 20 
   

4a Resistance profile (S/I & R) in Escherichia coli (first isolates*) for selected antimicrobials  

30 4b Resistance profile (S/I & R) in Klebsiella pneumoniae (first isolates*) for selected 
antimicrobials  

4c Resistance profile (S/I & R) in Staphylococcus aureus (first isolates*) for selected 
antimicrobials  

   

5a Empiric success rate for Escherichia coli and Klebsiella pneumoniae (first isolates* only for 
both) with a combination of cefuroxime and tobramycin 

30 5b 
Empiric success rate for Escherichia coli and Klebsiella pneumoniae first isolates* only for both) 
with a combination of amoxicillin & clavulanic acid and tobramycin OR amoxicillin & 
clavulanic acid and gentamicin 

5c Empiric success rate for Escherichia coli and Klebsiella pneumoniae first isolates* only for both) 
with a combination of ceftriaxone and tobramycin OR ceftriaxone and gentamicin 

S = susceptible; I = susceptible, increased exposure; R = resistant 
*) Clinical and Laboratory Standards Institute, M39-A4 [13] 

6.2.2. AMR data 
Anonymised microbiological data were obtained from the Department of Medical 
Microbiology and Infection Prevention at the UMCG. The data consisted of 23,416 records 
from 18,508 unique blood culture tests that were taken between January 1, 2019 and December 
31, 2019 which were retrieved from the local laboratory information system (LIS). Available 
variables were: test date, sample identification number, sample specimen, anonymised patient 
identification number, microbial identification code (if culture positive), antimicrobial 
susceptibility test results (S, I, R - susceptible, susceptible at increased exposure, resistant) for 
52 antimicrobials. The exemplified data structure is presented in Table 2. 

Table 2. Raw data example. 

Patient ID Date Sample ID Specimen Mo PEN AMX CXM 

0001 2019-03-08 100 blood esccol R I S 

0001 2019-03-09 101 blood esccol R I S 

0002 2019-03-08 102 blood staaur R S - 

0003 2019-03-08 103 blood pseaer R R R 

S = susceptible; I = susceptible, increased exposure; R = resistant; Mo = microorganism; PEN = penicillin; AMX = amoxicillin; 
CXM = cefuroxime; esccol = Escherichia coli; staaur = Staphylococcus aureus; pseaer = Pseudomonas aeruginosa 


